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<160> 6 

q <170> FastSEQ for Windows Version 4.0 

jj| <210> 1 

<211> 1395 
T z l <212> DNA 

<213> homo sapiens 

<400> 1 



atggtgcgcc tggcggccga gctgctgctg ctgctggggc tgctgctgct cacgctgcac 60 

atcaccgtgc tgcgcggctc gggagccgcc gacgggcccg acgcggccgc gggcaacgcc 120 

agccaagccc agctgcagaa taacctcaac gtgggaagtg acaccacatc agaaaccagc 180 

ttttctctct ccaaagaagc accaagggag catctggacc accaggctgc acaccaaccc 240 

ttccccagac cgcgattccg acaagagacg gggcaccctt cattgcaaag agatttcccc 300 

agatcctttc tccttgatct accaaacttt ccagatcttt ccaaagctga tatcaatggg 360 

cagrwtccaa atatccaggt caccatagag gtggtcgacg gtcctgactc tgaagcagat 420 

aaagatcagc atccggagaa taagcccagc tggtcagtcc catcccccga ctggcgggcc 480 

tggtggcaga ggtccctgtc cttggccagg gcaaacagcg gggaccagga ctacragtac 540 

gacagtacct cagacgacag caacttcctc aaccccccca gggggtggga ccatacagcc 600 

ccaggccacc ggacttttga aaccaaagat cagccagaat atgattccac agatggcgag 660 

ggtgactgga gtctctggtc tgtctgcagc gtcacctgcg ggaacggcaa ccagaaacgg 720 

acccggtctt gtggctacgc gtgcactgca acagaatcga ggacctgtga ccgtccaaac 780 

tgcccaggaa ttgaagacac ttttaggaca gctgccaccg aagtgagtct gcttgcggga 840 

agcgaggagt ttaatgccac caaactgttt gaagttgaca cagacagctg tgagcgctgg 9 00 

atgagctgca aaagcgagtt cttaaagaag tacatgcaca aggtgatgaa tgacctgccc 960 

agctgcccct gctcctaccc cactgaggtg gcctacagca cggccgacat cttcgaccgc 1020 

atcaagcgca aggacttccg ctggaaggac gccagcgggc ccaaggagaa gctggagatc 1080 

tacaagccca ctgcccggta ctgcatccgc tccatgctgt ccctggagag caccacgctg 1140 

gcggcacagc actgctgcta cggcgacaac atgcagctca tcaccagggg caagggggcg 1200 

ggcacgccca acctcatcag caccgagttc tccgcggagc tccactacaa ggtggacgtc 1260 

ctgccctgga ttatctgcaa gggtgactgg agcaggtata acgaggcccg gcctcccaac 1320 

aacggacaga agtgcacaga gagcccctcg gacgaggact acatcaagca gttccaagag 1380 

gccagggaat attaa 1395 



<210> 2 
<211> 464 



1 



<212> PRT 

<213> homo sapiens 

<220> 

<221> VARIANT 

<222> (1) . . . (464) 

<223> Xaa = Any Amino Acid 



<400> 2 





Met 


Val 


Arg 


Leu 


Ala 


Ala 


Glu 


Leu 


Leu 


Leu 


Leu 


Leu 


Gly 


Leu 


Leu 


Leu 




1 








5 










10 










15 






Leu 


Thr 


Leu 


His 


He 


Thr 


Val 


Leu 


Arg 


Gly 


Ser 


Gly 


Ala 


Ala 


Asp 


Gly 










20 










25 










30 








Pro 


Asp 


Ala 


Ala 


Ala 


Gly 


Asn 


Ala 


Ser 


Gin 


Ala 


Gin 


Leu 


Gin 


Asn 


Asn 








35 










40 










45 










Leu 


Asn 


Val 


Gly 


Ser 


Asp 


Thr 


Thr 


Ser 


Glu 


Thr 


Ser 


Phe 


Ser 


Leu 


Ser 






50 










55 










60 












Lys 


Glu 


Ala 


Pro 


Arg 


Glu 


His 


Leu 


Asp 


His 


Gin 


Ala 


Ala 


His 


Gin 


Pro 




65 










70 










75 










80 




Phe 


Pro 


Arg 


Pro 


Arg 


Phe 


Arg 


Gin 


Glu 


Thr 


Gly 


His 


Pro 


Ser 


Leu 


Gin 












85 










90 










95 




o 


Arg 


Asp 


Phe 


Pro 


Arg 


Ser 


Phe 


Leu 


Leu 


Asp 


Leu 


Pro 


Asn 


Phe 


Pro 


Asp 










100 










105 










110 






03 


Leu 


Ser 


Lys 


Ala 


Asp 


He 


Asn 


Gly 


Gin 


Xaa 


Pro 


Asn 


He 


Gin 


Val 


Thr 


5 






115 










120 










125 










He 


Glu 


Val 


Val 


Asp 


Gly 


Pro 


Asp 


Ser 


Glu 


Ala 


Asp 


Lys 


Asp 


Gin 


His 






130 










135 










140 












Pro 


Glu 


Asn 


Lys 


Pro 


Ser 


Trp 


Ser 


Val 


Pro 


Ser 


Pro 


Asp 


Trp 


Arg 


Ala 


5 


145 










150 










155 










160 


=#» 


Trp 


Trp 


Gin 


Arg 


Ser 


Leu 


Ser 


Leu 


Ala 


Arg 


Ala 


Asn 


Ser 


Gly 


Asp 


Gin 












165 










170 










175 




.am. 

u 


Asp 


Tyr 


Xaa 


Tyr 


Asp 


Ser 


Thr 


Ser 


Asp 


Asp 


Ser 


Asn 


Phe 


Leu 


Asn 


Pro 


Ul 








180 










185 










190 






ru 


Pro 


Arg 


Gly 


Trp 


Asp 


His 


Thr 


Ala 


Pro 


Gly 


His 


Arg 


Thr 


Phe 


Glu 


Thr 


Uf 






195 










200 










205 








n 


Lys 


Asp 


Gin 


Pro 


Glu 


Tyr 


Asp 


Ser 


Thr 


Asp 


Gly 


Glu 


Gly Asp 


Trp 


Ser 






210 










215 










220 












Leu 


Trp 


Ser 


Val 


Cys 


Ser 


Val 


Thr 


Cys 


Gly 


Asn 


Gly 


Asn 


Gin 


Lys 


Arg 




225 










230 










235 










240 




Thr 


Arg 


Ser 


Cys 


Gly 


Tyr 


Ala 


Cys 


Thr 


Ala 


Thr 


Glu 


Ser 


Arg 


Thr 


Cys 












245 










250 










255 






Asp 


Arg 


Pro 


Asn 


Cys 


Pro 


Gly 


He 


Glu 


Asp 


Thr 


Phe 


Arg 


Thr 


Ala 


Ala 










260 










265 










270 








Thr 


Glu 


Val 


Ser 


Leu 


Leu 


Ala 


Gly 


Ser 


Glu 


Glu 


Phe 


Asn 


Ala 


Thr 


Lys 








275 










280 










285 










Leu 


Phe 


Glu 


Val 


Asp 


Thr 


Asp 


Ser 


Cys 


Glu 


Arg 


Trp 


Met 


Ser 


Cys 


Lys 






290 










295 










300 












Ser 


Glu 


Phe 


Leu 


Lys 


Lys 


Tyr 


Met 


His 


Lys 


Val 


Met 


Asn 


Asp 


Leu 


Pro 




305 










310 










315 










320 




Ser 


Cys 


Pro 


Cys 


Ser 


Tyr 


Pro 


Thr 


Glu 


Val 


Ala 


Tyr 


Ser 


Thr 


Ala 


Asp 












325 










330 










335 






He 


Phe 


Asp 


Arg 


He 


Lys 


Arg 


Lys 


Asp 


Phe 


Arg 


Trp 


Lys 


Asp 


Ala 


Ser 










340 










345 










350 








Gly 


Pro 


Lys 


Glu 


Lys 


Leu 


Glu 


He 


Tyr 


Lys 


Pro 


Thr 


Ala 


Arg 


Tyr 


Cys 








355 










360 










365 










He 


Arg 


Ser 


Met 


Leu 


Ser 


Leu 


Glu 


Ser 


Thr 


Thr 


Leu 


Ala 


Ala 


Gin 


His 




2 



370 375 380 

Cys Cys Tyr Gly Asp Asn Met Gin Leu lie Thr Arg Gly Lys Gly Ala 
385 390 395 400 

Gly Thr Pro Asn Leu lie Ser Thr Glu Phe Ser Ala Glu Leu His Tyr 

405 410 415 

Lys Val Asp Val Leu Pro Trp lie lie Cys Lys Gly Asp Trp Ser Arg 

420 425 430 

Tyr Asn Glu Ala Arg Pro Pro Asn Asn Gly Gin Lys Cys Thr Glu Ser 

435 440 445 

Pro Ser Asp Glu Asp Tyr lie Lys Gin Phe Gin Glu Ala Arg Glu Tyr 
450 455 460 

<210> 3 
<211> 495 
<212> DNA 

<213> homo sapiens 
<400> 3 

atgagctgca aaagcgagtt cttaaagaag tacatgcaca aggtgatgaa tgacctgccc 60 
agctgcccct gctcctaccc cactgaggtg gcctacagca cggccgacat cttcgaccgc 120 
atcaagcgca aggacttccg ctggaaggac gccagcgggc ccaaggagaa gctggagatc 180 
tacaagccca ctgcccggta ctgcatccgc tccatgctgt ccctggagag caccacgctg 240 
gcggcacagc actgctgcta cggcgacaac atgcagctca tcaccagggg caagggggcg 300 
ggcacgccca acctcatcag caccgagttc tccgcggagc tccactacaa ggtggacgtc 360 
ctgccctgga ttatctgcaa gggtgactgg agcaggtata acgaggcccg gcctcccaac 42 0 

= ^ aacggacaga agtgcacaga gagcccctcg gacgaggact acatcaagca gttccaagag 480 
gccagggaat attaa 495 

\u 

=P <210> 4 

= <211> 164 

Q <212> PRT 

If]; <213> homo sapiens 

yj <400> 4 

q Met Ser Cys Lys Ser Glu Phe Leu Lys Lys Tyr Met His Lys Val Met 
%I 1 5 10 15 

Asn Asp Leu Pro Ser Cys Pro Cys Ser Tyr Pro Thr Glu Val Ala Tyr 

20 25 30 

Ser Thr Ala Asp lie Phe Asp Arg lie Lys Arg Lys Asp Phe Arg Trp 

35 40 45 

Lys Asp Ala Ser Gly Pro Lys Glu Lys Leu Glu lie Tyr Lys Pro Thr 

50 55 60 

Ala Arg Tyr Cys He Arg Ser Met Leu Ser Leu Glu Ser Thr Thr Leu 
65 70 75 80 

Ala Ala Gin His Cys Cys Tyr Gly Asp Asn Met Gin Leu He Thr Arg 

85 90 95 

Gly Lys Gly Ala Gly Thr Pro Asn Leu He Ser Thr Glu Phe Ser Ala 

100 105 110 

Glu Leu His Tyr Lys Val Asp Val Leu Pro Trp lie He Cys Lys Gly 

115 120 125 

Asp Trp Ser Arg Tyr Asn Glu Ala Arg Pro Pro Asn Asn Gly Gin Lys 

130 135 140 

Cys Thr Glu Ser Pro Ser Asp Glu Asp Tyr He Lys Gin Phe Gin Glu 
145 150 155 160 

Ala Arg Glu Tyr 



3 



4 



<210> 5 

<211> 936 

<212> DNA 

<213> homo sapiens 



tea? 



hi 



<400> 5 

atggtgcgcc 

atcaccgtgc 

agccaagccc 

ttttctctct 

ttccccagac 

agatcctttc 

cagrwtccaa 

aaagatcagc 

tggtggcaga 

gacagtacct 

ccaggccacc 

ggtgactgga 

acccggtctt 

tgcccaggaa 

agcgaggagt 

gctgaatata 



tggcggccga 
tgcgcggctc 
agctgcagaa 
ccaaagaagc 
cgcgattccg 
tccttgatct 
atatccaggt 
atccggagaa 
ggtccctgtc 
cagacgacag 
ggacttttga 
gtctctggtc 
gtggctacgc 
ttgaagacac 
ttaatgccac 
cttcaagcaa 



gctgctgctg 
gggagccgcc 
taacctcaac 
accaagggag 
acaagagacg 
accaaacttt 
caccatagag 
taagcccagc 
cttggccagg 
caacttcctc 
aaccaaagat 
tgtctgcagc 
gtgcactgca 
ttttaggaca 
caaactgttt 
gagaaaacag 



ctgctggggc 
gacgggcccg 
gtgggaagtg 
catctggacc 
gggcaccctt 
ccagatcttt 
gtggtcgacg 
tggtcagtcc 
gcaaacagcg 
aaccccccca 
cagccagaat 
gtcacctgcg 
acagaatcga 
gctgccaccg 
gaagttgtgc 
tcctaa 



tgctgctgct 


cacgctgcac 


60 


acgcggccgc 


gggcaacgcc 


120 


acaccacatc 


agaaaccagc 


180 


accaggctgc 


acaccaaccc 


240 


cattgcaaag 


agatttcccc 


300 


ccaaagctga 


tatcaatggg 


360 


gtcctgactc 


tgaagcagat 


420 


catcccccga 


ctggcgggcc 


480 


gggaccagga 


ctacragtac 


540 


gggggtggga 


ccatacagcc 


600 


atgattccac 


agatggcgag 


660 


ggaacggcaa 


ccagaaacgg 


720 


ggacctgtga 


ccgtccaaac 


780 


aagtgagtct 


gcttgcggga 


840 


tcccagcatg 


tgtcttgctt 


900 
936 



<210> 6 
<211> 311 
<212> PRT 

<213> homo sapiens 
<220> 

<221> VARIANT 

<222> (1) . . . (311) 

<223> Xaa = Any Amino Acid 



<400> 6 
Met Val 
1 

Leu Thr 

Pro Asp 

Leu Asn 

50 
Lys Glu 
65 

Phe Pro 

Arg Asp 

Leu Ser 

lie Glu 
130 
Pro Glu 
145 

Trp Trp 



Arg Leu 

Leu His 
20 

Ala Ala 
35 

Val Gly 

Ala Pro 

Arg Pro 

Phe Pro 
100 
Lys Ala 
115 

Val Val 
Asn Lys 
Gin Arg 



Ala Ala 
5 

He Thr 

Ala Gly 

Ser Asp 

Arg Glu 
70 

Arg Phe 
85 

Arg Ser 

Asp He 

Asp Gly 

Pro Ser 
150 
Ser Leu 
165 



Glu Leu 

Val Leu 

Asn Ala 

40 
Thr Thr 
55 

His Leu 

Arg Gin 

Phe Leu 

Asn Gly 
120 
Pro Asp 
135 

Trp Ser 
Ser Leu 



Leu Leu 
10 

Arg Gly 
25 

Ser Gin 

Ser Glu 

Asp His 

Glu Thr 

90 
Leu Asp 
105 

Gin Xaa 

Ser Glu 

Val Pro 

Ala Arg 
170 



Leu Leu Gly Leu 
Ser Gly 
Ala Gin 



Thr Ser 
60 

Gin Ala 
75 

Gly His 

Leu Pro 

Pro Asn 

Ala Asp 
140 
Ser Pro 
155 

Ala Asn 



Ala Ala 

30 
Leu Gin 
45 

Phe Ser 



Ala His 

Pro Ser 

Asn Phe 
110 
He Gin 
125 

Lys Asp 
Asp Trp 
Ser Gly 



Leu Leu 
15 

Asp Gly 

Asn Asn 

Leu Ser 

Gin Pro 
80 

Leu Gin 
95 

Pro Asp 

Val Thr 

Gin His 

Arg Ala 
160 
Asp Gin 
175 



4 



Asp Tyr Xaa Tyr 
180 

Pro Arg Gly Trp 
195 

Lys Asp Gin Pro 
210 

Leu Trp Ser Val 
225 

Thr Arg Ser Cys 

Asp Arg Pro Asn 
260 

Thr Glu Val Ser 
275 

Leu Phe Glu Val 
290 

Ser Ser Lys Arg 
305 



Asp Ser Thr Ser 

Asp His Thr Ala 
200 

Glu Tyr Asp Ser 
215 

Cys Ser Val Thr 
230 

Gly Tyr Ala Cys 
245 

Cys Pro Gly lie 

Leu Leu Ala Gly 
280 

Val Leu Pro Ala 
295 

Lys Gin Ser 
310 



Asp Asp Ser Asn 
185 

Pro Gly His Arg 

Thr Asp Gly Glu 
220 

Cys Gly Asn Gly 
235 

Thr Ala Thr Glu 
250 

Glu Asp Thr Phe 
265 

Ser Glu Glu Phe 

Cys Val Leu Leu 
300 



Phe Leu Asn Pro 
190 

Thr Phe Glu Thr 
205 

Gly Asp Trp Ser 

Asn Gin Lys Arg 
240 

Ser Arg Thr Cys 
255 

Arg Thr Ala Ala 
270 

Asn Ala Thr Lys 
285 

Ala Glu Tyr Thr 



Q 



03 



5 



